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Illumina FFPE DNA Prep with Exome 2.5 Enrichment

= X [=| S
ME FH|RE SEH StHX|

o — o5F A —
orREE HMEIE &= U= THEL 9

A o|lOgIX=z o
SPVEPURIEE-T1
Qf A 2OofoM ZE22] ™ o2t Zofj(formalin-fixed,
paraffin-embedded, FFPE) 2Z XX MZ o of o 10]
g2t £ Q= dolish 2ol A Est HEE MSEL|CH a2t
FFPE ME2 UHXOZ DNAZL MotA 2oi=0] RL0| KEMICH

A& A (next-generation sequencing, NGS) &f#{o 2
245t7|0fl= o{2{=20| wHELIC.

lllumina FFPE DNA Prep with Exome 2.5 Enrichment=
NGS 7|&2 0[85I0{ A2 FFPE MEOIMT S

ZEL (low-abundance)l| HO|E &2 MZEE AEY &
Ae 28 w2 2to|Ea2| T3 SR HYUL|CHE 1). o] £hed
oM £FM2 2tolE”2| T J|E, Twist Bioscience
for lllumina Exome 2.5 Panel J12|11 NextSeqg™ 2000
AABIT NovaSeq™ X Al2|=E Z§ot llluminal &-CH82
MNEY NARIOCE FHE[0 JELICE H|O|E 242
BaseSpace™ Sequence Hub&t lllumina Connected
AnalyticsO|Al M3 == DRAGEN It0|Zz2olS E3f
SSHEILICY, lllumina Connected InsightsE AF2%H AF2XL
Ho| olo|E 24 U sfA = X[ ELICE.

UAstE FEER

lllumina FFPE DNA Prep with Exome 2.5 Enrichment=
2%t 45 Y HOo|H EEE MSsts SHE MY A&

A& A(whole-exome sequencing, WES) Z-F At
(tumor-normal) ¥ IAEZL9| st M QAQIL|CE

Ol f2 =H0| 7t5%t YIEER = FFPE ME0M ST
DNA(genomic DNA, gDNA)E F&3H= HHAIZ AlIEfh
gto|2z{z| £4| 9l 2I2|X[HE (enrichment) THAH 2
O|O{FLICE QI2[XIHEE %l 2t0|E2{2|= Illuminag
-8 AAHIOM A AEH, DRAGEN AZER|0{9|
24t M S Soff o Metot Ho| A=o| SELICHIR 1).
O] AHE0| ®lgtHel EEME2 A& A|JME Qlot =2 M52
HO|H, Xt=2to]| Hgtst

AN AR THE 5= M

K| gL |CHEE 1).

— (=]

= =290 o o
M =ES M35, asXel
= E=

= =

HE|ZH A (multiplexing) 2

= St 2tojE={2] FH| 1hF

lllumina FFPE DNA Prep with Exome 2.5 Enrichment= &t
st Ho| 50| E 2| =3} (hybridization) THAITHS K MESHA|
2to|E2{2|E FHIY £ JAXE off = 240]7|0|M(ligation)
7[gtef assay ILICHE! 2). 0] assayOll= Twist Bioscience
for lllumina Exome 2.5 PanelO| AF2E|H, o{7|0f| Twist
Bioscience for lllumina Mitochondrial Panel EE= lllumina
Custom Enrichment Panel v2& &1 AtE3stH O|E2C=2[0f
HX(target)O[Lt Z7|Et FItHQl BHE AR 4 JUELI|CL

H 1: lllumina FFPE DNA Prep with Exome 2.5

Enrichment2| AFg

mi2to|E ArY

DNA MZ 2% FFPE ZZl0f|A =&%t gDNA
DNA AL FFPE DNA 40 ng

ME HE|EHA UDI 96~19274

5= 2= ot H|2 2| UMI AFE
QIZ|X|HE plexity 4-plex

NextSeq 2000 A|AR! P3 EE= P4

z204
S Its MY ALH NovaSeq 6000 A|AE! SP, ST &S
s2Z=o M
NovaSeq x Al2|=, 1.5B 22 A
EAIEZZ LR AQ AlZF < 10AJ2t
T SEY A2t oF 4 A|Zt

a. 2to|=2{2| Z=H|, QI2|X|HE U HF3Hnormalization) THA| Z 3t
3|

UDI=unique dual index(1 g3t 5 oldlA)
UMI=unique molecular identifier(2g8t £X} A|Hx})

HtZ AZ 0| 7Hs¢et 2t0|E2{2[E 10AI1ZF 2H(SF 4A[ZHe
S ool EH|EY 4 JCEE H3XH= DNA FEEH
A[JENA| BE ZUS T ST ehol| 2t=™ 4= AELICE FFPE
ME0M DNAS F£¢ W= QIAGEN AllPrep DNA/RNA
FFPE Kit(QIAGEN, 7tE =1 tHz: 80234)E AtE3t= 20|
HEELICH

FAot =t Jhset AHHE| K|

lllumina FFPE DNA Prep with Exome 2.5 Enrichment=
Zeto|n LEHQI XAl AZ 0l2|X|HE IHE S AHEE LT
Ol Xl HHE|X|= A2 H(run)d XX ME 2, HIE
CHH| Z2H&QI WES ZL-MA SR ME JtsoH ELICHE 2).
Twist Bioscience for Illumina Mitochondrial Panel&
Illumina FFPE DNA Prep with Exome 2.5 Enrichment
OT2EE9| spike-in 2= ALESHH, O|EZEE|0F RTA|Q!
'chrM' 7{HZ|X|E ZHHSHA| Fote 4= USLICE £t lllumina
Custom Enrichment Panel v2E AF&3HH, £|CH 10,0007H2
T ZH(probe)Z FHE HAE spike-in IHES A2 EH

e FHS FI18 2 = ASLICH
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Illumina FFPE DNA Prep with Exome 2.5 Enrichment

A% 2tolE22{2
#H| 3 QIE[XHE

SNEEE

O

— L
FFPE MZ0f A Covaris Illumina FFPE NextSeq 2000, DRAGEN lllumina
DNA =& Focused- DNA Prep with NovaSeq 6000 = Enrichment ¥, Connected
Ultrasonicator2 Exome 2.5 NovaSeq X A|AH DRAGEN Insights®
DNA =221t 2| Enrichment Somatic ¥
Y MEHE Soll & THIRE B0t s{Ests AITZELR — llluminas 2t0[E32]| FH|RE A|A &S A H0|E 247K T HAIE Of*E=
ZtAShEl WES YFEZRE X|Het

a. lllumina Connected Insights M & 2t0l2 M E THE| X|4] A A(third-party knowledge source)2| 0fZ2|7|0[4 T2 T2y QIE{H|0| A (application programming interface, API)
SES Soff ALEAF ™ol 24 X, lllumina Connected Insightse| S&2 2025'd 227 DRAGEN 2 ZEQ|0f AH0|ES Saff A&

H 2: lllumina FFPE DNA Prep with Exome 2.5 Enrichment 2t0]|22{2|2] A|Z Al plexity

- SEQ M K2| 7tsst Aoy 2tolE22| &
ala
o | 2B | amazac
ME 2 | BN HHZ|X| PN NextSeq 2000 A|AE! | NovaSeq 6000 A|AE! NovaSeq X Al2|=
CilAa — T
A
P3 P4 SP S S2 1.5B
T xX| = 130x% = 100M 8 12 4 12 28 12
PSPAREAEN| = 30% = 28M 8 12 4 12 28 12
a. o BX 7{H2|X|= SH &= Hl0|E(overlapping mate) 7t 0|5 Al$-&|X| == MFSI0] A A
M-GL-03347 v3.0 KOR A MEQUL|CE, FITH ®Ao| = AT 4 IELICH



Ilumina FFPE DNA Prep with Exome 2.5 Enrichment

2! 2: A& QIZXHE 2to|#|o| M 7|Hte| ZkAtEl

2to|=22{2| =H| THA

OfH|l 12| (A-tail)
A
A_\QZD
UMI O HE] 20| A|0] ¥ (Z2|0|E 7|8
(:) DNA Insert A o /
A_\® TUM\—\

2to|A|0| M 221 (Ligation Cleanup)
DNA Insert

DNA Insert /

sto|=a| =2

T e

LEEE

10| H2|= 248 (Hybrid-capture) 212/ KHE T} SR &= 54|
oz 2to|=ai2] AIEA THs

IT | -
NEXEMs

lllumina FFPE DNA Prep with Exome 2.5 Enrichment=
lllumina Cell-Free DNA with Enrichment2t S&st
2to|=2{2| = 9l 22|X|HE chemistryS &880 FFPE MZ
ALE Al Flojt 58 Eof FLICL

AM[et MEE lllumina Cell-Free DNA Prep with
Enrichment Data SheetE &ZstA|7| HERILICE

lllumina FFPE DNA Prep with Exome 2.5 Enrichment2|
243t FFPE =2 MEZ QIZ|X|HE assay M52 Qlst=
g TIYStASLICE 2to|HE{2[= 12712 ZY-H4 ME
H|o{0oi| M ==t FFPE DNA 40 ngdt lllumina FFPE DNA Prep
with Exome 2.5 Enrichment Kit 5! Twist Bioscience for
lllumina Exome 2.5 Panel2 AFE8 Z=HIYELICE A[RAM0 =
NovaSeq 6000 A|AEIDt ST EZQ Mg AI2OH, BN
MHY BA(depth)= B MES 22 2100M 72| A= A=
2|E(single-end read)E, A= A MEQ| 22 228M

ol M2 UE 2|EE MEMSLICL SU EH E= 52 2HC
FFPE MEE AEdl ZH|St Y 210|EE{2|= 130%E R
e BN AHHE|X| A (A BN AHE| X = SHE= Ho|ETL
O|F Al+EX| R = HFSH] AbtehE LIEHHL, #X F 90%
0|42 50x O|&e| AHHE|X|E S5t n, CHE 2to|ER2|
E3! 22|(quality control, QC) HIEEIA 0= £|Asto| HetatS
FASLICHE 3).

MUl HO|E =2 UHEE HE

[llumina FFPE DNA Prep with Exome 2.5 Enrichment
2to|E2{2|= R R At Bl (variant allele frequency,
VAF)7} 2 2 DNA #Ho|= AEgL|CL 2to|Ee{2|=
Seraseq Tumor Mutation DNA Mix v2 AF10(SeraCare,
FHEE0 H5: 0710-0094) 40 ngS "EY" ME

A3t Seraseq FFPE WT (DNA/RNA) Reference
Material(SeraCare, ZI221 H3: 0710-0137) 40 ng2
HO{ZE "Hat" MEE ALSs EH|RESLICE SHHO|

gl A (Mutation mix)= 10% VAF O|RtO 2 s|MM&L|CE
VAF Bi|#iH2 120 "Z" 2to|ER{2| gts et 439
"M 2to|EE2| Hhe MY g THMSLICE Twist for
lllumina Exome 2.5 Panel2 4-plex 2Z|X|HEES 2t=2¢t
13712| 2t0|E2{2|Z NovaSeq 6000 A|AEIO|A 2742 S2
EEQ A2 AI838H0 2 x 151 bp2| 2|= Z0|(read length) 2
AZARSLICE

ClolE B2M2 /s 2 2to|EE{2|e] A|IFY 2|EE
Z2tZ2F100M, 70M Bl 46M 7lie| A2 It 2|[ER

MEMEZ (subsampling)std UMIE E& st 2Et2
F{HZ|X|(on-target coverage)2t HO| HE 7to| A S
ATESLICE A 2lo|E2{2|9 2|=E= 28M 719
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https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/illumina-cfdna-prep-enrichment-data-sheet-m-gl-02096/illumina-cfdna-prep-enrich-m-gl-02096.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/illumina-cfdna-prep-enrichment-data-sheet-m-gl-02096/illumina-cfdna-prep-enrich-m-gl-02096.pdf

Illumina FFPE DNA Prep with Exome 2.5 Enrichment
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S B0l FFPE X5 MEZ F4|3t 5Y-H4
% 2| QIRINBIE, £2 BR BX 82X
x| #X > 90% S S43 l2XRIE XEES

AZ dE Z|EE MEMEZUSLICE Ho| &=
BaseSpace Sequence HubOllA XM 3E|= DRAGEN
Somatic YE AtEMSLICE

[lumina FFPE DNA Prep with Exome 2.5
Enrichment= B4 H#3t(fold change)?t 2.591 S M™%}

B E (amplification)2 &Y = JASLICE 2to[ERE| Ht=
AMHL Seraseq Solid Tumor CNV Mix +3 copies
(SeraCare, 7tE'2 1 t3: 0710-2866) 40 ng EE=

20 ng(ZZf 43| gtg A2 "SY" MEZ, Seraseq
FFPE WT (DNA/RNA) Reference Material(Seracare,
7123 Hs: 0710-0137) DNA 40 ngS "HA" MEZ
Argel T &L|Ct 2t0|22{2[&= NovaSeq 6000
AAHIM ST EER A 17HE A 2 x 151 bp2| 2|=
ZOo|Z AAMYOM, A|#A 2|EE CNV Mix2| 22 100M
JHel A= A= E|EZ, WT DNA Reference ME9| 2R
28M 74e| 2|EE MEMEYMSLICE M ME(Somatic)
CNV(copy number variation, 8 ™At 22X Ho|)=
BaseSpace Sequence HubO|A| DRAGEN Somatic
HOZ 45719 MA FFPE =% MEZ 7L M=l Panel of
NormalsZ =3t H|o| A2l IAUS A28 AEFCH,
DRAGENS| 7|2 M| OHIE|0| M (segmentation) ¥112|ES
0|28l EMMSLICE CNV MixE 8t th= Msish Zto| WF
5! EFZMil(standard deviation)7t E1E[A 2O, 0|2
SeraCare7} Of| Aot Hija> tHolo} H| WRHSL|CE

O] assay= 40 ng2 AHE}E T 100M 72| &2 A=
2|EZ VAF7I 5%2! thd 7| ME #0|(single nucleotide
variant, SNV) ! &r@l/Z&(insertion/deletion, Indel)2
90% AEMELICHIZ! 4). VAF7} 6~7%L I 24 0iZtz =
TY 2tolHE2d 46M 7He| E|EE = |X|=ASLICE
CH= MEo| ZL i Halut oF 2.5Q1 12702 KAt SE0]
AE(FTXY 3702 F7t copy)=US T 2 TIZET}
100%2! A BEE £+ JA/USLICHIE 5).

Mztst TMB =2

[llumina FFPE DNA Prep with Exome 2.5

Enrichment= Twist for lllumina Exome 2.5 Panel2)
TAXOl A& FEIX ot H st DRAGEN Somatic

HFO| QI ZOHEIA (bioinformatics, MHEEsH) mto| T2l
Zetsto] Metst S SHHO| EEH(tumor mutational
burden, TMB)2 FHgLICE lllumina FFPE DNA Prep
with Exome 2.5 Enrichment2| TMB £ 458 SeraCare
TMB Reference Standards@t =% ME0f| A =Z3t FFPE
DNAE AHE610] WIHELICE lllumina FFPE DNA Prep
with Exome 2.5 Enrichment 2t0|E2{2|= Seraseq gDNA

M-GL-03347 v3.0 KOR
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Ilumina FFPE DNA Prep with Exome 2.5 Enrichment

2! 4: VAFZE 2 Ho| HE At
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AKT2 BRAF EGFR ERBB2 FGFR3 KIT KRAS MET MYC MYCN NTRK1 PIK3CA
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lllumina FFPE DNA Prep with Exome 2.5 Enrichment=

40 ng2| DNAE AE3I0{ 100M 7HS| &2 = 2|[EE A|HEE
o VAFZF 5%2!1 SNV 2 IndelE 90% AESH(EEM M). o|Ath2
VAF7} 4~5%Q1 HO|9| AEE2 2|E 7t M5 HAOLY,
VAF7} 6~7%2! #0|= T2 2to|E2{2|g 42 e 2= 7}
A= 46M Y e &2 &M SIAET |XIE (22t o).
T2 90%2| Hol AEES LIEH

TMB Mix Score 7 & TMB Mix Score 13 Standards®@t 2t2}
AgstE A" ME(SeraCare, 7H2Z23 H5: 0710-1326
5! 0170-1586) 40 ng= A5t EHIHSLICE AlZA
HlO|E{= DRAGEN Enrichment O 2 243510, BAM
mele S-HA ME 1|2 DRAGEN Somatic 0|
=SHRI|E Soll YEEMSLICE 24 Aut, 2HEE TMB 240]

Ol U Zhat Aol Z2 UE &ole = AUSLICHE 3).

TruSight™ Oncology 50012| x|

[llumina FFPE DNA Prep with Exome 2.5 Enrichment
2tojERi2|s B ME 3 0 E F4 HEM =E3t
FFPE DNA 40 ng2 AH83t0] EH|ELICE 2to|E2{2]=
NovaSeq 6000 A|AEIOA o2] 7H2| S2 EER HE
AH8310] 2 x 151 bp2 2|= ZO|Z A|HHMOH, B
2to|Ea{2| & oA E HA 2to|EH2(o A|FY 2|E= HE
2|2 2 MEMEAMELICHE 2). AI#A H0|E{= DRAGEN
Enrichment O 2 EM3st¢ 1 BAM It 2 BaseSpace
Sequence HubOl|A] Z-H A ME H0O{2 DRAGEN

lllumina FFPE DNA Prep with Exome 2.5 Enrichment=
Oz ME0iM 12702 | A SZ(REALE 3712] 37t copy)2
100% CIZE2 A& 202 HEE. CNV MixE 8H Hts
At o] Wt 9 FEMAD EDEQIOH, 0|2 SeraCaret
Of| &t i == oot H] wst

a. SeraCare®| E10{ W2, BRAF, EGFR 9 MET= %2 53 g0l &=
FH gy A48 %%3%01 SZE7| H2of i 5 FHofl 2
M= CNV O|HIEQ] Z20f= SE3t0| B7tE 2oz 2Y = US

Somatic ol E2{27|E Sl YEESLICE 0|2 SAl0|
U ME0|M ==} S FFPE DNA01|*1 40 ng=
F|sHf TruSight Oncology 5002 2 X2|st = HIO|HE
TruSight Oncology 500 v2.2.1 Local App 2ZEQ|HZ
EMFMELICH 2M ZIH= TruSight Oncology 500
IEZLE Sl E0E TMB 42t =2 LX|Y

(R2 = 0.999)2 Ed, lllumina FFPE DNA Prep with Exome
2.5 EnrichmentZt &%t 2t 510|207 (biomarker) 2!
TMB2| = Al 253t 458 HI 0| U= AUSLICE

(2 6). #0|E4H| =¢EM(Microsatellite instability,
MSI) & 4= x =% ZE (homologous recombination
deficiency, HRD) HtO|20}740f Ci$t 2 mto|matolT: $4xy
et =0l Y2, DRAGEN Somatic ¥o| £M Zat= ofH|
24 ZotE 7t=sof ghL|ch s HHo| 070l Het XpA|et
HE = lllumina SY EEXI0IA 22ISHA| 7] HEZFLICH

M-GL-03347 v3.0 KOR 6



Illumina FFPE DNA Prep with Exome 2.5 Enrichment

H 3: lllumina FFPE DNA Prep with Exome 2.5

Enrichment?| M&tst TMB =8 21}

DRAGEN Somatic
Seraseq gDNA | Ofl4 TMB 99| NonSyn TMB
TMB Mix Ha 2SING

oT

TMB - high 13 12.3(0.4)
TMB - low 7 7.3(0.1)
a. 84 bt MulS Zfo| Wy U BEHAL EUE
b. NonSyn TMB &£ SeraCareZt At&8t= #0| 7|F(variant criteria)ofl

[llumina FFPE DNA Prep with Exome 2.5 Enrichment=
250 TMB & Z2t= TruSight Oncology 5002 2 = Sot
TMB H+2 52 YAIgS 2. 250 #2712 HelE 2R

TMB Z{0] = 80¢! 22 &fthet Y

[llumina FFPE DNA Prep with

Exome 2.5 Enrichment?| &l x
4

lllumina FFPE DNA prep with Exome 2.5 Enrichment=
MES BHE HHSIZALL H| X 20| 22 FH9|
FHHE|X|E SAMSIEE HA|E HAEH TE2EEQ SSHEILICE
g2 ShESHE BN S E0f et A 0] lllumina FFPE
DNA Prep with Exome 2.5 Enrichment Z2EZ0j|
spike-in ZEEZ ZHHSHA| FI7HEL|CE lllumina Custom
Panel v2 HIE=2 DesignStudio™ 222l C|X2l =1L}
lllumina Concierge Design Team2 Sdf| C|XtQIEL|Ct

lllumina FFPE DNA Prep with Exome 2.5 EnrichmentZt
Chrst 3719| spike-in I'22t SoHEIS 2folsty| 2|l

% 7tX] Nlumina Custom Enrichment Panel v20i| Twist
for lllumina Mitochondrial Panel2 AHE4dl lllumina

FFPE DNA Prep with Exome 2.5 Enrichment ZEEZS S
TISHHGLICHE 4). O3 21}, spike-in I{EQ| 379t A&

2 spike-in EXQ| F{HE|X| Zt A2HEAH E ol &
UAJESLICEL AY D|EZEL|0L IHE S AHERS M H|wH

o =2 HH2| X7 A=, 5 spike-in I (Panel A)2
Ar2HE mj= A& 8l spike-in BX BE 245 HHE|X|S
ShMHELICE CiY spike-in I{E(Panel B)2 &2 A&
FHE|X|E RXISIF 1, spike-in INEe| BX HH HHZ|X|=
HEO|MOLL ME H A|F M (deep sequencing)E Sl
JHMo| 7t Ao =2 Of| AHELICE Spike-in IHEE AFEHME
o o =2 8 g9 AHZ|X|(D2! 7A)LE MER EX0|| Ciet
ANEA AHHE[X| (D2 7B)7t BEERASLICE Et QIZ[X|HE
#E & spike-in I{EE Twist for lllumina Exome 2.5
Panelzt 8HH AF2}E i Custom Enrichment v2 Panel
Bol A JH|M B BEX HHE|X| ©A 9 = 50x BX
FHHE|X| H|Z0| &F 108 B71et A= LIEFRESLICHE 5).

M-GL-03347 v3.0 KOR
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Illumina FFPE DNA Prep with Exome 2.5 Enrichment

E 4: lllumina FFPE DNA Prep with Exome 2.5 Enrichment®| 7} 2HIx

it [ Tm?tt()?r:;::w;?a Custom Enrichment v2 Panel A Custom Enrichment v2 Panel B
i 37|(E7| %) 16,659 244,283 1,590,551

oz=-H 5 139 2,804 10,353

FHHE| = QFXL 37 79 1,038

Spike-in IH'E/A& T H|E 0.0082 0.42 0.42

ARA 2= 4P 100M 100M 100M 1710M~220M°¢
I BN F{Hz2[X| A& 136x% 137x% 111x 151%
goﬁj‘dﬁﬁ. FHHH2|X| spike-in 1397 193x Eox o
= S0x Z{M=Ix|el el 2 93% 93% 85% 93%
Hl&

;;o;;mam spike-in 99.70% 99% 42% 57%

Zolls A|-A 2=

LB BY AHR(KE SHE

Foto] AL

a. TW|st for lllumina Exome 2.5 Panel 3 pI2t 2%l Twist for lllumina Mitochondrial Panel2| 1:50 &|A{%# 2 I, &&= Custom Enrichment v2 Panel 2 pl
b. & 2= (22l million(M))

c. 0131 FFPE £ DNA ME0|M ZHEE AIZY 2= 0| He|S LIEMH
d = HI0|ETJL 0|5 AlEX| g=s A

H 5: [llumina Custom Enrichment v2 Panel spike-inQ =

Twist for [llumina Exome 2.5 +

mt2t0|E Twist for lllumina Exome 2.5 spike-in Tj&?
Spike-in Yo W7 X FHHa|X| GAd 5.5x 52x
FHHE|X| ZLM spike-in 20% 89%
2 20x FH2|X|2| spike-in X H|E 5% 78%
> 50x HH2|X|Q| spike-in EX H|g 4% 42%

b. B B HH2[X= M=

45}0]

a. Custom Enrichment v2 Panel BE 2|0|%&. 0| m{'doj cHst xwa,_ HE= T 4 %
= HIO|EJ} 0|5 AISE|X| i85 %

Alekgt

M-GL-03347 v3.0 KOR




Illumina FFPE DNA Prep with Exome 2.5 Enrichment

chr2:29,443,008-29,450,842

p252 p243  p233 p223  pal

pl62 pi5 pi33  pi2 pilZz il qi21  qi3  qid2 g2

Q221

231

a242 Q311 9321 4323 4332 q34 G35 4362 G372

29,444,000 bp
|

7,836 bp

29,445,000 bp 29,446,000 bp 29,447,000 bp
| | | | |

29,448,000 bp

29,449,000 bp 29,450,000 bp
| | |

L

Illumina FFPE DNA
Prep with Exome 2.5
Enrichment

lllumina FFPE DNA
Prep with Exome 2.5
Enrichment

& Panel A

0-917)

[0-917)

Exome bed
ALK SNORAS1,SNORAAO,CiiniD-566791

=
ALK7-cand-20-139

Panel A bed

chr5:71,013,032-71,018,860

p1532  pi52  pia3 p133

B.

1]
ALK, SNORAS1,SNORA40,CiiniD-873173

[ ]
ALK,SNORAST,SNORA40

- - -
ALK, SNORAS1,SNORA40,ClinID-566882,ClinID-538304
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Ilumina FFPE DNA Prep with Exome 2.5 Enrichment
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Ilumina FFPE DNA Prep with Exome 2.5 Enrichment
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