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The Pillar oncoReveal® Heme Fusion Panel is a robust NGS research assay that interrogates multiple gene fusion events
in regions of interest across hematological malignancies. The panel uses proprietary Stem-Loop Inhibition-Mediated
amplification (SLIMamp®) technology, a tiled amplicon-based library prep chemistry, designed by Pillar Al-empowered
VersaTile™ Primer Design tool, for efficient single-tube target enrichment of targets from RNA.
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Simple NGS Sensitive and robust

library prep workflow

Maintain control of samples
and results with single-tube,
tiled amplification that can
be performed in-house by
any NGS lab

For Research Use Only. Not for use in diagnostic procedures.

chemistry

Achieve sensitive and
robust fusion detection
with limited RNA input or
poor sample quality
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Reduced fully-loaded
lab costs

Improve lab efficiency

and reduce “no calls”,
repeat testing, and difficult
interpretation decisions
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Simple, one-day workflow
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RNA sample Library Sequencing Data analysis Reporting
preparation

Gene-specific Indexing PCR Quantitation & Load

PCR & cleanup & cleanup normalization sequencer

Panel specifications

Enrichment chemistry Multiplex PCR

Number of pools 1 pool

Number of genes/partners 39 genes and >53 partners

Variant types Fusion RNA transcripts; 295 fusion events plus KMT2A partial tandem duplications (PTDs)
Average amplicon size 204bp

Input RNA range 40ng minimum

Sample types RNA from whole blood, PBMCs, WBCs, or bone marrow

Recommended Reads Per Sample ~100,000 paired-end reads

Total assay time (from RNA to sequencer) <1 hours

Sequencing platforms Illumina sequencers

PBMCs = Peripheral blood mononuclear cells; WBCs=White blood cells

Ordering information
Select the panel AND one of the index kit options listed below.

Panel Part number

oncoReveal® Heme Fusion Panel (24 reactions) HRA-HM-1001-24
Pillar Index Kit options Reactions Part number
Pillar Custom Indexing Primers Kit A 32 Combinations, 96 reactions IDX-PI-1001-96
Pillar Custom Indexing Primers KitD 96 Combinations, 192 reactions IDX-PI1-1004-192
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